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Studies on genetic diversity, correlation and path co-
efficient analysis for yield and yield contributing
characters in pigeonpea [ Cajanus cajan (L). Millips]

Bl A. A. Madke, S. B. Sarode, S. V. Pawar, P. L. Sontakke and N. M. Manchalwad

SUMMARY

The experiment was conducted during Kharif 2023 for study of genetic diversity of 42 genotypes of pigeonpea using D?
statistics method of Mahalanobis. Genetic diversity of the forty two genotypes of pigeonpea was accessed for nine
characters in a Randomized Block Design with two replications at Agriculture Research Station, Badnapur. Forty two
genotypes of pigeonpea were grouped into nine clusters which indicated diversity. Cluster I had the 25 maximum number
of genotypes, Cluster Il had 10, while, Cluster I11, IV, V, VI, VII, VIII, IX had 01 genotype each, respectively. Correlation
between yield and yield attribute component traits in forty two genotypes of pigeonpea revealed that seed yield per plant
had positive and highly significant association with number of pods per plant, number of primary branches per plant,
plant height, number of secondary branches per plant, days to maturity and 100 seed weight . Selection criterion can be
done based on these characters for seed yield will give successful results for yield improvement in pigeonpea. Path co-
efficient analysis of different traits on seed yield per plant recorded that traits viz., 100 seed weight, number of primary
branches per plant, days to maturity, plant height and number of seeds per pod showed highest positive direct effect.
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